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Gut microbiota in children with lower wurethral disorders and functional

constipation

Takuya Ishikawa, Hirokazu [keda, Masaki Fuyama, Rei Ogawa, Yoko Fujimoto

Department of Pediatrics, Showa University Fujigaoka Hospital

Abstract : Many bacteria inhabit the human intestine and form gut microbiota.

Recently, the relationship between changes in the gut microbiota and various

diseases has been reported. This study aimed to investigate the distribution of

the gut microbiota in children with lower urethral disorders and functional

constipation. We searched for intestinal bacteria in 10 children with lower

urethral disorders and functional constipation (8 boys, 2 girls, with an average

age of 8.1 years) and 10 healthy children (10 boys, with an average age of 7.1

years). We cultured these intestinal bacteria and searched for four bacteria. Our

results revealed that, Clostridium and Lactobacillus were significantly increased

in children with lower urinary urethral disorders and functional constipation (p

< 0.05). There was no significant difference in other bacterial species and total

bacterial count. Changes in the gut microbiota may affect urination and

13



defecation. Probiotics may improve underlying disease and lower urinary tract

abnormalities.

Key words: gut microbiota, lower urethral disorder, probiotics
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*®1 BELEE
P ¥ CH
Fin MR EEbRR Fin HH EERE
Case.1 14 M BRAEVEMERME Case.l 10 M &L
Case.2 7 M BREEMEFERME, ADHD* Case.2 12 M &L
Case.3 10 M BEAE M FERME Case.3 6 M L
Case.4 6 F PRREMEHERME Case.4 6 M L
Case.5 8 M PRAEPEFERME, ASD** Case.5 6 M &L
Case.6 8 M HEEEMEERME ADHD* TAHA | Case6 4 M &L
Case.7 6 F BEEEEERME ADHD* Case.7 3 M L
Case.8 6 M PRAEPEFERME, ASD** Case.8 3 M &L
Case.9 5 M BERE ML ERME Case.9 10 M L
Case.10 11 M REEMEERME, TA DA Case.10 12 M AL
T 8.1 72
SD 2.66 SD 3.34
*ADHD : 8 R4 EMEESE (attention deficit/hyperactivity disorder)
“*ASD : HEffE A2 + 7 2 (autism spectrum disorder)
M : Male, F : Female
2 BaPAHE s o TR R (B D BAL1E log/CFU/g)
Bifidobacterium /& | Lactobacillus /& | Clostridium /& | Bacteroides /& BHEHM
P # C# P # CH# P # C# | P#H | CH | P# | CH
9.9 10.2 8.3 5.6 7.3 5.3 9.5 9.8 10.2 10.3
10.1 9.7 0.0 0.0 8.2 5.8 10.6 9.7 11.0 10.1
9.8 9.2 6.1 0.0 8.0 8.2 10.3 10.1 10.9 10.3
10.6 9.4 0.0 0.0 7.7 8.3 10.5 10.1 10.9 10.4
9.7 9.3 4.2 0.0 9.0 7.8 9.9 10.0 | 10.3 10.3
10.1 9.9 8.1 0.0 7.3 7.9 10.2 9.9 10.5 10.3
9.7 8.3 3.1 0.0 8.0 8.0 9.9 10.1 10.2 10.3
6.6 8.3 4.0 0.0 7.8 7.8 9.8 9.9 9.9 10.0
9.2 9.8 0.0 3.9 8.3 6.7 9.8 9.2 9.9 10.1
9.9 9.9 2.8 3.2 9.0 5.9 10.1 9.7 10.4 10.2
Ave. 9.56 9.4 3.66 1.27 8.06 7.17 | 1006 | 9.85 |[10.42] 10.23
SD 1.04 0.62 2.98 2.02 0.57 1.08 0.33 026 | 038 | 0.12
piE 0.698 0.031* 0.048* 0.15 0.171
*n<0.05
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P#L: CHItBI2 AHHOK LBREKOE

&% 7 A Bifidobacterium [&
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7 [ ]
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10 [ [

9

PE¥ CEf
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11.5 | |
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N.S. @ not significant, * : p<0.05
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Figure legend : P B % C Bl %547 5 4 [# (Bifidobacterium 8. Lactobacillus
J&. Clostridium &, Bacteroides J&) EEEHEEZR T, R T, AEEZED
b D% % T, BEARBD R o7b D% N.S. (notsignificant) THL 7=,
Lactobacillus JE(2° % 7 B) Cid C# L v P THEICE { (p=0.031<0.05),
Clostridium j& (727 C) TH CH LY PEHCHREIL S -7z (p=0.048<
0.05), Bifidobacterium J§ (2 7 A), BacteroidesJ& (77 7 D). kX U

WE (777 E) CH2HEITHEBEEFZED v o,
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